Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.036; wR factor = 0.092; data-to-parameter ratio = 17.5.
The title compound, (C 6 H 9 N 2 ) 2 [Cu (C 6 dianion (pzdc is pyrazine-2,3-dicarboxylate) and two [ampyH] + cations (ampy is 2-amino-4-methylpyridine) with six water molecules of solvation. The Cu II atom is hexacoordinated by two pzdc groups and two water molecules. The coordinated water molecules are in trans-diaxial positions and the pzdc dianion acts as a bidentate ligand through an O atom of the carboxylate group and the N atom of the pyrazine ring. There are diverse hydrogen-bonding interactions, such as N-HÁ Á ÁO and O-HÁ Á ÁO contacts, which lead to the formation of a three-dimensional supramolecular architecture.
Related literature
For the crystal structure of pyrazine-2,3-dicarboxylic acid (pzdcH 2 ), see: Takusagawa & Shimada (1973) . For complexes of pzdcH 2 with manganese and zinc, see: Eshtiagh-Hosseini et al. (2010a,b) . For the structure of bis(2,4,6-triamino-1,3,5-triazin-1-ium) pyrazine-2,3-dicarboxylate tetrahydrate, see: Eshtiagh-Hosseini et al. (2010c) . For a review articleon water cluster chemistry, see: Aghabozorg et al. (2010) .
Experimental
Crystal data (C 6 
Data collection
Stoe IPDS 2 diffractometer Absorption correction: for a sphere [modified Dwiggins (1975) Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x; y À 1; z; (ii) Àx þ 1; Ày; Àz; (iii) x þ 1; y; z; (iv) x; y þ 1; z. 
Experimental
A solution of pzdcH 2 (0.18 mmol, 0.03 mg) in water (10 ml) refluxed for 1 hr, then a solution of CuCl 2 .6H 2 O (0.02 mmol, 0.01 g) was added dropwise and continued refluxing for 6 hrs at 60°C. The obtained blue solution gave blue block like crystals of title compound after slow evaporation of solvent at room temperatur.
supplementary materials sup-2 Refinement
The space group was confirmed by using PLATON software package. The structure was solved by direct methods using SHELXS-97 and refined using full matrix least-squares on F 2 with the SHELX-97 package. H-Atoms were constrained to the parent site using a rigid model. A final verification of possible voids was performed using the VOID routine on PLATON software.
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